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1. Objectives
This research uses the DNA chip, which includes 16,383 gene code, and various statistic prediction way that
shows objectification index for the objectification of constitution diagnosis.

2. Methods
Drawing blood whose constitution is confirmed, and analyze its gene information by using 1.7k DNA chip to
find the gene correlation through multivariate statistical method.

3. Results and Conclusions

Distinctive genes such as AK001919, U09384, NM 001805, X99962, NM 004796, AK026738, AL050148, BC002538,
AKO027074, AK026219, AF087962, AL390142, NM 015372, AL157466, NM 002446, AK024523, NM_ 014706,
NM 014746 and AL137544 were related to Tacumin; AL157448, NM 005957, NM_005656, NM 017548, AKO2
7246, NM._003025, NM_ 012302 and NM 005905 were represented in Soeumin, while AK026503, AF147325, NM 002076,
AF147307, AK001375, NM_003740, NM_005114, AB007890, NM_005505, NM_015 900, NM 014936, Z70694,
AB023154, US2076, NM 004360, NM_ 005835, NM_017528, AF087987, NM 014897 , AK021720, NM_006420,
AJ277915, AK002118 and AKO021918 were for Soyangin.

'This study figured out the possibility to develop the prediction system by sorting each constitution's gene, and research
each constitution's distinctive character of manifestation pattern.
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Fig. 1. M-A Plot Before and After Normalization
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Table 1. Selected Gene Count which It Follows at Level of Significance
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Table 2. Selected Gene List which It Follows at Level of Significance

Gene

1%

5%

10%

15%

20%

NM 017528
NM 004796
AF087962
AJ277915
NM. 005835
ALIST466
NM 014746
NM 014706
AK027246
AK001919
NM 005114
ALIS7448
U09384
NM 003025
NM 005656
AB0O23154
270694
AK021720
AK024523
ALO50148
NM 002076
AF147307
NM 001805
NM 015900
AK026219
AF147325
AK027074
AK026738
AL390142
NM 002446
AK021918
AF087987
AK002118
U52076
ALI37544
NM 012302
NM 014897
NM 006420
X99962
NM 003740
AK001375
NM 005957
NM 014936
NM 015372
NM 004360
AB007890
BCO02538
AK026503
NM. 005505
NM 017548
NM 005905

AF087962

NM 014746

AB023154

NM_015900
AK026219

AK026738
AL390142

AK002118
U52076

X99962
AK001375

NM_005957

NM_ 004360

NM 005505

NM._ 005835

NM 014746
NM 014706

ALOS0148
NM 002076
AF147307

AF147325

NM 002446

NM_ 014897

X99962

BC002538

NM_005905

AK001919

U09384

Z70694

NM 001805

AK027074

AK021918
AF087987

NM 006420

NM_015372

AK026503

NM 017548

NM 017528

AJ277915

AL157466

AK027246

AL157448

AK021720

AF087987

AL137544

NM 006420

NM 003740

AK026503

NM 004796

NM_005114

NM._ 003025
NM._005656

AK024523

NM_012302

NM 006420

NM 014936

AB007890

AK026503
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Fig. 2. The Plot against the Average of the Individual Test Objects against Each Gene

Table 3. The Coefficient against Each Gene which it Follows in Discrimination Analysis

Variable Taeum Soeum Soyang Variable Taeum Soeum Soyang

Constant -150 -73 -100 Constant -150 -73 -100
NM 017528 -40 -17 -3 AK027074 56 29 28
NM 004796 &0 58 49 AK026738 58 27 2
AF087962 23 22 7 AL390142 21 5 -16
AJ277915 42 4 45 NM 002446 6 0 -35
NM 005835 -35 -5 8 AKO021918 -3 -3 5
AL157466 36 13 10 AF087987 -48 7 52
NM 014746 12 -15 -23 AKO002118 7 3 51
NM 014706 =51 -61 -80 U52076 -27 9 4
AK027246 68 5 51 AL137544 -8 -9 -19
AK001919 54 31 53 NM 012302 -1 -1 -8
NM 005114 2 5 8 NM 014897 -50 -19 -1
AL157448 29 38 35 NM 006420 -94 =51 -49
U09384 13 6 8 X99962 97 66 &2
NM 003025 20 36 -16 NM 003740 6 10 11
NM 005656 -32 -11 -20 AK001375 9 13 33
AB023154 =25 0 23 NM 005957 -4 1 -1
270694 -14 10 48 NM 014936 -8 -8 -3
AK021720 =51 -17 -14 NM 015372 21 -2 -3
AK024523 6 -16 -20 NM 004360 -29 -6 5
AL050148 58 35 11 AB007890 -3 1 4
NM 002076 13 26 29 BC002538 56 50 33
AF147307 12 4 17 AK026503 29 36 119
NM 001805 6 2 2 NM 005505 -4 -3 -2
NM 015900 -8 6 29 NM 017548 -57 -29 -29
AK026219 23 17 5 NM 005905 -10 -9 -13
AF147325 23 27 31

BH¢] 10,000,000
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Table 4. The Gene List which is Classified with the Taeumin,
Soeumin and Soyangin

[
e S ZF

AK001919
109384

NM 001805
X99962

NM 004796
AK026738
ALD50148
BC002538
AK027074
AK026219
AF087962
AL300142
NM 015372
ALIST466
NM 002446
AK024523
NM 014706
NM 014746
ALI37544
ALIS7448
NM 005957
NM 005656
NM 017548
AK027246
NM_003025
NM 012302
NM 005905
AK026503
AF147325
NM 002076
AF147307
AK001375
NM_003740
NM 005114
AB007890
NM 005505
NM 015900
NM 014936
270694
AB023154
U52076

NM 004360
NM 005835
NM 017528
AF087987
NM 014897
AK021720
NM 006420
AJ277915
AK002118
AK021918
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M 015372
AL137544
1M_005905

AL15T4E6
AKD24523
AKDZ7246
X00882

AKDZ6219
AF087962
M 003025
BC002528
AL0S0148
AF147325

AKD0L919

I70894
AR0Z3154

AKD.
AK001375
AKDOZ118
00384

M 005856
AJTT7915
M 004796

Fig. 3. Image Plot of Hierarchical Clustering
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Table 5. The Gene List which is Selected with Duplication

Gene Class1 Class2

NM 014706
NM 005905
NM 005957
AB023154
AF147325
AJ277915
AK001375
AK002118
AK021720

Taeumin Taeumin

Soeumin Soeumin

AK026503 Soyang Soyang
NM_002076

NM_005835

NM_014897

NM._ 015900

Us52076

Z70694

NM_003025, NM_012302, NM_005905 &} U] 71 ¢]
FAAE AR ANhE s HER Y Q)
Zoke)e] 739 AK026503, AF147325, NM._002076,
AF147307, AK001375, NM_003740, NM_005114,
AB007890, NM_005505, NM_ 015900, NM_014936,
770694, AB023154, U52076, NM_004360, NM._005835,
NM 017528, AF087987, NM_014897, AK021720,
NM_006420 27} B <12 Zduke 22 B
o3l 13 AJ277915, AK002118, AK021918 -4
b9 73 A ek #2 vreR 2 )l
7 frAA e A vk £4 7198 Q1 Clustering
&3t ZF fraAd AdE A
T UE TS A Brh AR Y
Hierarchical Clustering ¥ -& A28} thFig. 3).
Zb Rzl diste] Ig¥E Folx 1A
BEE M Y, A HAE Jd98 f44
= NM 017548, NM_ 006420, NM_005505, NM_
017528, NM_014786, AF087987, NM_012302,
AK021918, NM_004360, NM_003740, AF147307
E 1R §4A7) 8 A5 o E FoA St
T BAE A f712= NM_ 015372, AL

lo
o

flo
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137544, NM_005905, NM_005957, NM_005114,
NM_ 014746, AB007890, NM 014936 = 87]] £ A
27F g 1508 F4EATT.

A WA E deld §-42HE  AK027074, ALLS
7466, AK024523, AK027246, X99962, AK026219,
AF087962, NM_003025, BC002538, AL050148, AK
001919, AF147325, AL390142, AK026738, NM 0015
05, NM_002446, NM_015900, NM_005835, AL157
448, AK021720, Z70694, AB023154, US2076, NM
002076, NM._014897, AK026503, AK001375, AK
002118, U09384, NM_005656, AJ277915, NM_00
4796% 327 F- A7t e E Aok

2)
e 519 77, NM_005905, NM_005957 & 4
oA A=,

Ao 48 FEALE AdE FAAE
AB023154, AF147325, AJ277915, AK001375, AK
002118, AK021720, AK026503, NM_002076, NM
005835, NM_014897, NM_015900, U52076, Z70
6949] FHA7E A8 = S ThTable 5).
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Gene ID Gene name Tocus
NM_001805 CCAAT/enhancer binding protein (C/EBP), epsilon 14q11.2
X99962 RAB39, member RAS oncogene family 11
NM_004796 Neurexin 3 14q31
AK026738 CDNA: FLJ23085 fis, clone ING06916 18
ALD50148 Sorting nexin 1 15922.31
BC002538 Serpin peptidase inhibitor, clade B (ovalbumin), member 9 6p25
AK027074 Zinc finger protein 451 6pl2.1
AK026219 SID1 transmembrane family, member 2 11923.3
AF087962 HLA-B associated transcript 4 6p21.3
ALL57466 Regulatory factor X, 3 (influences HLA class II expression) 9p24.2
NM_002446 Mitogen-activared protein kinase kinase kinase 10 19q13.2
AK024523 CDNA: FLJ20870 fis, clone ADKA02524 13
NM_014706 Squamous cell carcinoma antigen recognised by T cells 3 12q24.1
NM_ 014746 Ring finger protein 144 2p25.1
ALI37544 Chromosome 6 open reading frame 157 6ql14.1
Table 7. The List of Genes that Over Express in Soeumin
Gene ID Gene name Tocus
ALLS744 Protein phosphatase 2 (formerly 24), regulatory subunit B (PR 52), gamma isoform 4pl6.1
NM_005957 Chromosome 1 open reading frame 167 1p36.3
NM_005656 Transmembrane protease, setine 2 219223
NM 017548 Hypothetical protein H41 3q22.1
AK027246 Sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fungal)-like 11923.3
NM 003025 SH3-domain GRB2-like 1 19p13.3
NM_012302 Tatrophilin 2 1p3L.3
NM_005905 SMAD, mothers against DPP homolog 9 (Drosophila) 13g12-ql4
9 EREe) B 404 A0 AES BY Dok Newein 3 S8 AFFE ARA
I 9S Aotk A cell adhesion= A ZHE3FT}. Sorting nexin 1§+
A wE 2t AAE SolfdAE2 A= phox(px) domainS EFHEET loH o]
AEEH EAS ARy 41 BfSdoA domain- phosphoincsitide binding domain © Z 4]
HAE) = B0l F-84F2] CCAAT/enhancer bind- protein transporter activity o] 3e] 3}, Serpin pep -

ing protein (C/EBP), epsilon f-ZA}= DNA regu-
latory regions®]| 4] homodimer £ Z33}] tran -
scription factor 24 A28 T) RAB39 f-A A=
GTP ¢} binding 8o A W @ d o] e

tidase inhibitor, clade B -f-AZ}+= granzyme b inhi -
bitor & 2H8-8}¢9 serine-type endopeptidase inhi -
bitorE &3} AT}, Zinc finger protein 451 f-

AL steroid receptors 2] coactivaror 4 285}



142 AFAHIZICISISIX] 2006;18(3):131-144 2= 9
Table 8. The List of Genes that Over Express in Soyangin
Gene ID Gene name Tocus
AK026503 Chromosome 8 open reading frame 51 8924
NM_002076 Glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease IIID) 12q14
AF147307 PDZ domain containing, X chromosome Xpl11.23
AKO001375 Hypothetical protein FLJ14640 19q13.11
NM_003740 Potassium channel, subfamily K, member 5 6p21
NM_005114 Heparan sulfate (glucosamine) 3-O-sulfotransferase 1 4pl6
AB007890 Limkain bl 16p13.11
NM_005505 Scavenger receptor class B, member 1 12q24.31
NM_015900 Phospholipase Al member A 3q13.13-q13.2
NM_ 014936 Ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative function) 6p21.1
Z70694 Hypothetical protein LOC153561 5q13.2
AB023154 Deltex 4 homolog (Drosophila) 11qi2.1
U52076 Retinoic acid receptor beta 1 (RARbetal) mRNA, exon 3, non-coding region 3
NM_004360 Cadberin 1, type 1, E-cadherin (epithelial) 16g22.1
NM_005835 Solute carrier family 17 (sodium phosphate), member 2 6p21.3
NM 017528 Williams Beuren syndrome chromosome region 22 7
AF087987 MAM domain containing glycosylphosphatidylinositol anchor 1 6p21
NM_014897 Zinc finger protein 652 7q21.32
AK021720 NSSATP13TP2 protein 11923.3
NM_006420 ADP-ribosylation factor guanine nucleotide-exchange factor 2 (brefeldin A-inhibited) 20q13.13
AJ277915 LIM homeobox 9 1g31-q32
AK002118 RNA binding morif, single stranded interacting protein 1 2q24.2
AK021918 G protein-coupled receptor 172A 8q24.3
eranscriptional regulationdl] PRI} Micogenvacti va- 2golol A SolahA BaHE f4e) A
ted protein kinase kinase kinase 10 8- A}5= serine, E8+E 752 AR Protein phosphatase 2

threonine kinase family & MAPKS, JNK, MKK4,
SEK1& ¢4kt A)7)e 9d<
cell carcinoma antigen recognised by T cells 3 7
AH= RNA thAbell #efste] neuron B4 F
R H gk A o]t} Ring finger protein 144
22 Ring finger motif & F &)= w2

T oA DNA, Tl A gl R o) A5 RLo)
dojsts BHEE iR v,

o}, Squamous

(formerly 2A), regulatory subunit B (PR 52), gam -
ma isoform A= Ser/Thr QA4S & A EAJAF
3} G0l negative controlE A 2231}, Transmem -
brane protease, serine 2 A= type II trans -
membrane domain-& EZ 3= AR cleavage
2} secretedol] 9)3] 413} Tt} Sterol-CS-desaturase
(ERG3 delta-5-desaturase homolog, fungal)-like
BAe gH2HE AT A delsis
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