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Sasang Constitutional Medicine is based on the diversity of human being and medically developed the
variation of response to diseases and medicines. The diversity is categorized as four groups Taeyangin,
Taeumnin, Soyangin, Soeumin according to morphology, physiology, pathology, and pharmacology. The
phenotypes of Sasang constitutions represent that constitutions may be possessed of the different genetic
backgrounds.

To clarify the genctic difference among the Sasang constitutions, we performed a genetic analysis with
the 3-UTR polymorphism of ADPRT (rs=8679) as a pooled DNA sequencing method. ADPRT
modulates various nuclear proteins by poly(ADP-ribosy)lation and is involved in the regulation of various
cellular processes such as differentiation, proliferation, and tumor transformation. This gene is also involved
in the recovery of cell from DNA damage and the brain infarction.

The allele frequencies of {T/C] polymorphism of ADPRT of Soeumin and Soyangin groups were (T:
0.94/C: 0.06) and that of Taeumin and Taeyangin groups were (T: 1.00/C: 0.00). The allele frequency
was not showed the difference between constitution groups. This result represented that the {T/C}
polymorphism of ADPRT 3' UTR region was not suitable to classify the consticutions. However, this
study is the first trial of Sasang classification according to genetic polymorphism and further analysis will
be necessarily to classify the genetic difference of Sasang constitution.
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tctgcaccaa clcacclgge cgctaagliy clgatgggta glacclgtac
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