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Abstract

A study on the correlation between Sasang constitution
and IL-4 polymorphism

Kim Sun-hyung® - Kim Hee-jeong" - Hong Jeong-mi* - Yoon Yoo-sik® - Koh Byung-hee® - Choi Sun-mi*

*Korea Institute of Oriental Medicine

Purpose

This styudy was carried out to investigate the correlation berween Sasang constitution and IL-4
polymorphism of Atopy gene.

Methods

1. We have selected 165 cases of DNA samples from individuals with proven history of Atopy
symptom and Sasang constitution.

2. The IL-4 589C-T polymorphism was genoryped by PCR-restriction fragment length polymorphism
analysis.

Result
They were divided six groups as the history of atopy and age. There is no group shown statistical
correlation in the result of constitutional IL-4 polymorphism typing.

Conclusion

1. In the total groups, IL-4 polymorphism(589C-T change of 5q31-33 position) were noted 0.727 on
Soumin, 0.790 on Soyangin and 0.809 on Taeumin. It was larger on Taeumin, but there is no stastical
difference between.

2. In the Atopy groups, IL-4 polymorphism(589C-T change of 5q31-33 position) were noted 0.682 on
Soyangin, 0.750 on Taeumin and 0.807 on Soumin. It was larger on Soumin, but there is no stastical
difference berween constitution.
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1. IL-4(Interleukin-4) polymorphism
Ao

0

Polymerase chain reaction-restriction
fragment length polymorphism (PCR-
RFLP) & AH&stith. PCR €@
200nge] #2¥ DNA 3% (template)d}
IL-4 up, down primer Z}Z}
0.25mM dNTP, 2mM MgCl2,
Tris-HCl, pH 8.3, 50mM KCI, lunit¢]
Taqg DNA polymerasee]™ I1-4 gene
(GeneBank accession number M23442)
°] PCR primersE Noguchi et al.(1998)
< FAzxEATG (5-TAA ACT TGG GAG
AAC ATG GT-3’, 5-TGG GGA AAG
ATA GAG TAA TA- 3)).

olE FHREAAHANE7](GeneAmp PCR
system 2700,USA)el Yz F3st=d
PCR 712 o537 Zt. 95TolA 5zt
A2 2] (pre-denaturation) S 3taL, 95Tel
A 1%3F ¥4 (denaturation), 53TelA 1
27t A3 (annealing)Al718, 72TCANA 1-'—
7t 3 (extension)Al7l= ZH S 353] ¥
Baw HEAoz T2CoA 58I Q"J
(last-denaturation) 33t}

1pmol,
10mM

PCR A& 5405 ethidium bromide”}
HA7l" 2.5% agarose geld #A7]19%
(electrophoresis)dtd bandE &913}d]

PCR productZt 195bpelA Yeh}dA PCR
o] AUz d RHoZ FAHSAT. PCR A
E 10l Avall enzyme (Takara Shuzo
co., LTD, Japan) 5unit¥} 108] ¥H3-24%
fAg F87o] 30 HAE EFAN F
37C F2FZo| Y1 223t wHSAIA
o} WS AHE 10uE ethidium bromide
7} H7t9 3% agarose geldl 71953k
bandg I3t

IL-4 #Az9] 34 #5L bandE &

Zixte| chyAM(IL-4 polymorphism)ofl 2+8t ity A7 -

3t} 177bp, 18bp band’t YeERHH CC
homozygotes, 195bp, 177bp, 18bp band
7F YeldA CT heterozygotes, 195bp
band?¥t YEPHH TT homozygotesZ &=
o=

Fig. 1. Detection of [C590T)
polymerphism of the IL-4 gene
promoter using PCR-RFLP. M=100bp
DNA ladder :

lane 1,
(TT)
lane 2, heterozygote for the wild type
allele and the T allele (CT) :

lane 3, homozygote for the wild type
allele (CC)

homozygote for the T allele
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1. IL-4 F3A 3433 AL E(AA)

olEx Aol FHWHEL wasx| % A
Ak 3 AdelM L4 +3z 984
o] E¥ = AAYHOoZE= Type TTE 58.2%
o], Type CTE 38.8%°]%. Type CCE
3.0%9c. (& 2.)

7zt AAY2E Type TT. Type CT. Type
CC7F &8<lAM 50.9.% 43.6% 5.5% .
2l AIME 60.0 % 38.2% 1.8%, 8
2 B3 AIME  63.6% 34.5% 1.8%%
t}. o]E9] 2AHEA (Pearson Chi-Square)
AnZ = F 3. oA Zol A AAZ
Az G zele gldth (p=0.56)

T-allelee EFAZA BT 4gQloAlM 22
Uiz Jepgov foAde gt

0o

2. olExAg Age] FHYo] g+ At
g FoM9 IL-4 3 G343
AAExE

IL-4 f3zF d8Ade £XE o] AAH

o2 Type TT= 559 %°]i, Type

CTE 38.2 %°l1. Type CCE 5.9 %Ittt

(% 4.)

zZt AAYEZE Type TT, Type CT. Type

CC7} &3eAIM 61.5% 38.5% 0%°]1.,

SFAAME 455 % 45.5% 9.1%. 13

T B3 A= 60.0 % 30.0% 10.0%%

t}. o]&9] wAEA (Pearson Chi-Square)

AIAZE & 5079 Zo] Al A fA

2t ¥ ] zlol= iUt (p= 0.76)

T alleleAdNAAA gAZABG A

Ehtovt f94d2 gl

3. olExA Ao WHo| Q= AlE
E F9AAM IL-4 #3& 93843 A
ARY

[L-4 f342F t4gAde] &2 AAHdoz=
Type TT< 58.5%°]3, Type CT+ 38.9
%°l1, Type CC= 2.3%3¢%. (X 6.)

Zt AA™ 2= Type TT, Type CT. Type
CC7} 23QAIM  47.6% 45.2% 7.1%°]
1, 2WAeAME 64.4 % 36.4% 0%, 1
2|2 elSAAAIM e 64.4% 35.6% 0.0%%
t} o]E9] wxHEA4 (Pearson Chi-Square)
ADZe ® 7. oM} 2ol A A fA
2F g8 A el zlole AT (p=0.08)

T allele &FAoAIN SAZRT HA
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% 2. IL4 f4% a4 AEex

Polymorphism Frequency of
TT CT CcC Total the T allele
) e 28(50.9%) 24(43.6%) 3(5.5%) 55(100.0%) 0.727
i‘] L] 33(60.0%) 21(38.2%) 1(1.8%) 55(100.0%) 0.790
T ugd 3563.6%)  19(34.5%) 1(1.8%)  55(100.0%)  0.809
96(58.2%) 64(38.8%) 5(3.0%) 165(100.0%)

& 3. IL-4 fAA 342 AFEde] uxes 23

Value df Sig
Pearson Chi-Square 3.006 4 0557
Likelihood Ratio 2900 4 0.575
Linear-by-Linear Association 2.3717 1 0.123
N of Valid Cases 165

E 4. olEslg Ao} WA gt AF FelM [L-4 FUA SHAT A

Polymorphism Frequency of
TT CT cC Total the T allele
) 25 8(61.5%) 5(38.5%) 13(100.0%) 0.807
:] a9 5(45.5%) 5(45.5%) 1(9.1%) 11(100.0%) 0.682
- 2Rl 6(60.0%6) 3(30.0%) 1(10.0%) 10(100.0%) 0.750
19(55.9%) 13(38.2%) 2(59%) 34(100.0%)

E 5. okEsly 38l Wol Yk A FolA IL-4 AAA AR AAT 2AEY

Value df Sig
Pearson Chi-Square 1.892 4 0.756
Likelihood Ratio 2.5% | 0.628
Linear-by-Linear Association 0.261 1 0.609
N of Valid Cases A

E 6. okEsY BBl ol St AF FolA [L-4 #3A DE4D AYLE

Polymorphism Frequency of
TT CT CcC Total the T allele
A Ent= | 20(47.6%) 19(45.2%) 3(7.1%) 42(100.0%) 0.702
2 2gA 28(64.4%) 16(36.4%) 0(0.0%) 44(100.0%) 0.818
32l 29(64.4%) 16(35.6%) 0(0.0%) 45(100.0%) 0.822
71(58.8%) 51(38.9%) 3(2.3%) 131(100.0%)
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Value df Sig
Pearson Chi-Square 8.305 4 0.081
Likelihood Ratio 8.807 4 0.066
Linear-by-Linear Association 4158 1 0.041
N of Valid Cases 131

E 8 2 AW BHG APIAAT L4 A% O

3

Hato] gl AR FolM IL-4 $1a chaids AAze] nAEy

Polymorphism Frequency of
TT CT CC Total p value the T allele
229 20(455%) 23(52.3%) 1(2.3%) 44(100.0%6) 0.437 0.716
10-20t) 29k 16(59.3%) 11(40.7%) 27(100.0%6) 0.79%
¢l 16(64.0%) 8(32.0%) 1{4.0%) 25(100.0%) 0.800
£E<l 4(66.7%) 1(16.7%) 1(16.7%) 6(100.0%) 0.504 0.750
30-40t0 A1  10(62.5%) 5(31.3%) 1(6.3%) 16(100.0%) 0.781
32 13(65.0%) 7(35.0%) 20(100.0%) 0.825
En=3d 4(80.0%) 1(20.0%) 5(100.0%) 0.151 0.800
50-60th 4! 7(58.3%) 5(41.7%) 12(100.0%) 0.792
g4l 6(60.0%) 4(40.0%) 10(100.0%6) 0.800
H 9. d%FEE Ao 2hHd FolA olgHd Ao WEo] Qle 73 L4 A g4
Polymorphism Frequency of
TT CT CC Total p value the T allele
2gd 4(44.4%) 5(55.6%) 9(100.0%) 0.487 0722
10-200) A <%kol 4(66.7%) 2(33.3%) 6(100.0%) 0833
R 3(50.0%) 2(33.3%) 1(16.7%) 6(100.0%) 0.667
A2 2(100.0%) 2(100.096) 0.525 1.000
30-40t  Aokel 1(33.3%) 1(33.3%) 1(33.3%) 3(100.0%) 0.500
B3l 2(66.7%) 1(33.3%) 3(100.0%) 0.833
25U 2(100.0%) 2(100.0%) 0.082 1.000
50-60t] Aokl 2(100.0%) 2(100.0%) 0500
B9 1(100.0%) 1(100.0%6) 1.000

£ 10. dFE2 AFo] EE ToAA olEAA HFEe] WYo] gl T IL-4 #XA dFAy

Polymorphism Frequency of

TT CT CC Total p value the T allele
25U 16(45.7%) 18(51.4%) 1(2.9%) 35(100.0%6) 0.486 0.714
10-20d) 4943 12(57.1%) 9(42.9%) 21(100.0%) 0.785
B2l 13(68.4%) 6(31.6%) 19(100.096) 0.842
gl 2(50.1%) 1(25.0%) 1(25.0%) 4(100.0%) 0.095 0625
30-40t) 2% 9(69.2%) 4(30.8%) 12(100.0%) 0687
BH29 1164.7%) 6(35.3%) 17(100.0%) 0.823
284 2(66.7%) 1(33.3%) 3(100.0%6) 0.095 0.667
50-60t) A% 7(70.0%) 3(30.0%) 10(100.0%) 0.850
i 5(55.6%) 4(44.4%) 9(100.0%) 0.778
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1. IL-4 polymorphism(5q31-33 £]x]¢]
589C—T o) T allele7t AAMZM &
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