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Abstract

Exploring the Mechanisms and Target Diseases of Sasang Constitutional
Prescription based on Multiscale Interactome

J0n

{10 SIOINHE} HISina) 4y, “DRMHS SIOIIHHSE NATRIZCIS Al e

Won-Yung Lee' - Ji Hwan Kim*"
'Dept. of Pathology, College of Korean Medicine, Wonkwang University
Dept. of Sasang Constitutional Medicine College of Korean Medicine, Gachon University

Objectives
The aim of this study is to explore the mechanism of action and target diseases of Sasang constitutional prescriptions using
a multiscale interactome approach.

Methods

The compound and target information of Sasang constitutional prescriptions were retrieved from various databases such
as the TM-MC, STITCH, and TTD. Key targets for Sasang constitutional prescriptions were identified by selecting the
top 100 targets based on the number of simple paths within the constructed network. Diffusion profiles for Sasang
constitutional prescriptions and diseases were calculated based on a biased random walk algorithm. Potential diseases
and key mechanisms of Sasang constitutional prescriptions were identified by analyzing diffusion profiles.

Results

We identified 144 Sasang constitutional prescriptions and their targets, finding 80 herbs with effective biological targets.
A cluster analysis based on selecting up to 100 key targets for each prescription revealed a more cohesive grouping of
prescriptions according to Sasang constitution. We then predicted potential diseases for 62 Sasang constitutional
prescriptions using diffusion profiles calculated on a multiscale interactome. Finally, our analysis of diffusion profiles
revealed key targets and biological functions of prescriptions in obesity and diabetes.

Conclusions
This study demonstrates the effectiveness of a multiscale interactome approach in elucidating the complex mechanisms
and potential therapeutic applications of prescriptions in Sasang constitutional medicine.

Key Wordss : Sasang constitutional medicine, Herbal medicine, Network pharmacology, Multiscale interactome, Disease,

Mechanism
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Figure 2. Distribution of prescriptions, herbs, compounds, and
targets and their interactions by Sasang constitutional
type

In the total count, prescriptions and herbs for each Sasang constitution

type are considered independent, while compounds and targets are unique,
with duplicates removed
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Figure 4. Multi-scale level potential mechanisms of sasang constitutional prescriptions
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proteins and biological functions most influenced by the propagation effects between the desired Sasang constitution prescription and disease. Blue
diamonds represent drugs, black circles represent proteins, and purple squares signify biological functions, respectively. The red-bordered circles
represent proteins associated with obesity or diabetes mellitus represented by a red hexagon.
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