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Fig. 1. Results of quality control fragment analysis, First trial (a) and second trial (b). References, M and W show high quality index to
analysis that means MLPA experiment was performed appropriately. No problem was found for only HD2 sample with the DNA concentra-
tion. SC and WG appears to have very little DNA and will not provide reliable results. @green, high-quality; ()yellow, intermediate-quali-
ty; @red, low-quality; (ygray, not available; FRSS, fragment run separation score; FMRS, fragment MLPA reaction score; DD, DNA dena-
turation Indicator; X, X gene; Y, Y gene.
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Fig. 2. Ratio chart of comparative MLPA analysis between HD2 and W.
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Table 1. mtDNA haplotype

Subject

Hypervariable region

HVI (15991-16390)

HVII (034-369)

16223T, 16300G, 16316G,

Hadong2 16362C

73G, 153G, 263G,
309.1C, 315.1C

16093C, 16176T, 16223T,

Researcher 1 16362C

73G, 94A, 194T, 263G,
309.1C, 315.1C

16183C, 16189C, 16220C,

Researcher2 07546, 16298C. 16362C

73G, 263G, 249del,
315.1C
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Fig. 3. Genomic profile of HD2 (up) and W (buttom) by MLPA analysis. Signal intensity of HD2 shows ski slope effect that means dena-

turation of HD2 DNA.
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Fig. 4. Results of quality control comparative fragment analysis between HD2 and W. Intermediate-quality of RPQ in HD2 means prob-
lems with reproducibility. CAS, coffalyser analysis score; PSLP, relative preliminary signal sloping probes; FSLP, relative final-normaliza-
tion signal sloping probes; RSQ, reference sample quality; RPQ, reference probe quality.
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Abstract : Multiplex Ligation dependent Probe Amplification (MLPA) to detect large deletions or duplications
has been widely used as a diagnostic tool for various disease clinically. As this method requires only a small
amount of template DNA and is very simple and high throughput, it has numerous advantages for the analysis
of the human specimen obtained from archaeological sites. In this study we therefore tried to perform MLPA
analysis for detecting any of duplications or deletions in mummy samples (n =4) from medieval Joseon tombs of
Korea. Of them, we could not get any authentic data from 3 samples by MLPA method while only one case (HD2)
showed the possible presence of duplications or deletions during her lifetime. Although the current report reveal
that MLPA is a promising tool for anthropological study in South Korea, more studies are still needed to make up
for the validity problem of commercial MLPA kit used in this study.
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