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Abstract

A gene regulatory network is a network of genes representing how genes influence the activities of
other genes. Nowadays from microarray experiments, a large number of measurements on the
expression levels of genes are available. One of typical data is the so-called “steady-state model” data
measuring the expression levels of other genes after knocking out a particular gene. This paper shows
how to reverse engineer a parsimonious gene regulatory network, using these measurement data. Our
model considers autoregulation, which forms a cycle in a genetic network. We also model repressor

and enhancer roles of genes, which are not considered in previous known methods.

» Keyword : R8A =XH2(Gene Regulatory Network), 2 H|x=3# T2i=(Directed Acyclic
Graph)
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